
Euglenophyceae

Eutreptiella gymnastica-like CCMP1594 MMETSP0809 Transcript 21262-m.20127

Eutreptiella gymnastica-like CCMP1594 MMETSP0811 Gene.96208-Transcript 101114

Noctiluca scintillans MMETSP0253 Transcript 41775-m.75272

candidate division KSB3 bacterium PIE35921.1

Scytonema sp. HK-05 WP 073628165.1

Cesiribacter andamanensis WP 009197073.1

Gymnodinium catenatum MMETSP0784 Gene.17581-Transcript 9771

Microgenomates bacterium OLB22 KXK07443.1

Mucilaginibacter pedocola WP 078350001.1

Dokdonia sp. Dokd-P16 WP 108876792.1

Euglena longa GGOE01019678

Pedosphaera parvula WP 007412973.1

Marinoscillum furvescens WP 115868836.1

Ardenticatenia bacterium PWH19531.1

Crypthecodinium cohnii MMETSP0325 Transcript 38326-m.53604
Alexandrium tamarense MMETSP0382 Gene.221591-Transcript 106902

Lingulodinium polyedra CCMP 1738 CAMPEP 0190029894

Scyphosphaera apsteinii MMETSP1333 Transcript 36189

Prymnesium parvum MMETSP1083 Gene.268-Transcript 180

Phaeocystis sp. MMETSP1100 Gene.42135-Transcript 26587

Neobodo designis Transcript 17347

Mucilaginibacter sp. PLW90958.1

Eutreptiella gymnastica NIES-381 Transcript 13434-m.14798

Omnitrophica bacterium OGW84505.1

Scyphosphaera apsteinii MMETSP1333 Transcript 36190

Nephroselmis pyriformis MMETSP0034 Transcript 5711-m.14436

Chitinophaga caeni WP 098194820.1

Eutreptiella gymnastica-like CCMP1594 MMETSP0809 Transcript 19630-m.18882

Perkinsus marinus XP 002776695

Goniomonas pacifica MMETSP0107 Gene.85860-Transcript 59457

Marinilabiliales bacterium PLX02170.1

Oxyrrhis marina MMETSP0470 Gene.41993-Transcript 30791

Sphingobacteriales bacterium 44-61 OJW04000.1

Opitutales bacterium TMED158 OUW17864.1

Euglena gracilis GDJR01023396.1

Imantonia sp. MMETSP1474 Transcript 38305
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0.1 substitutions/site
UDP-glucose epimerase


